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West Nile Fever
Outbreak in
Horses and Humans,
Spain, 2010

To the Editor: West Nile virus
(WNV) is a member of the genus
Flavivirus ~ within the Japanese
encephalitis  antigenic ~ complex.
The enzootic virus cycle involves
transmission between avian hosts and
ornithophilic mosquitoes, whereas
humans and horses are considered
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dead-end hosts. Given the recent
increase of WNV infection in humans
and horses in Europe, concern has
been raised regarding public and
animal health.

In Spain, WNV seropositivity
has been reported for humans (2001),
horses (2005-2008), and wild birds
(2007-2008) (1-3). Clinical disease
has been described for humans (2004)
and raptors (2001-2005) (4,5) but
not for horses. We report the main
epidemiologic and clinical findings
of a WNV outbreak in horses and
humans in Spain in 2010.

After the first clinical case of
West Nile fever was detected in a
horse in September 2010 in Andalusia
(southern Spain), a control program
for WNV was initiated that included
symptomatic treatment of animals,
protection of horses in shelters
during hours of higher vector activity,
vaccination (not mandatory), vector
control  using  pyrethroid-based
insecticides, and elimination of
mosquito breeding habitats. Horses
with neurologic signs were confirmed
as WNV positive by detection of
serum IgM against WNV by using
a competitive ELISA (IDEXX IgM
WNV Ab; IDEXX Laboratories,
Westbrook, ME, USA). To assess
level of WNYV infection within
affected herds, samples from sick and
clinically healthy unvaccinated horses
were collected 2 months after the last
case. Serum was tested for IgG against
WNV by using a blocking ELISA
(Ingezim West Nile compac R.10.
WNV.K3; Ingenasa, Madrid, Spain).
Positivity was confirmed by a serum
microneutralization test (SNT) against
WNV (strain Egl01) according to
World Organisation for Animal Health
guidelines. Blood and cerebrospinal
fluid samples from clinically affected
horses were analyzed by real-time
reverse transcription PCR (6).

IgM against WNV was detected
in 51 (50%) of 102 clinically ill
horses; 15 died and 3 were euthanized.
The most common clinical signs were
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